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Abstract

The genetic diversity of Acpenser persicns in Sefidroud and the
Southeast of Caspian sea region was investigated using PCR-
RELP. The mtDNA D-Loop regions were amplified using
PCR techniques followed by RFLP analysis. Initially 9 enzymes
were investigated then polymorphic enzymes selected and,
30 specimens digested with selected enzymes. Eight composite
haplotypes wete detected among 30 specimens, two haplotypes
wete common and six haplotypes were rare. Heteroplasmy
was observed in the all of specimens. The average nucleotide
and haplotype diversity were estimated to by 0/0505 and
0/781£0/0073. Statistical analysis and simulation by Monte
catlo with 1000 times replication indicated that significant
differences were not observed in the distribution of haplotypes
between the Sefidroud and Southeast Caspian areas.
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